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d I hereby state that the submission filed in accordance with 37 CFR § 1 . 82 1 (g) does not 
include new matter. 

I hereby state that the submission filed in accordance with 37 CFR §1 .821 (h) does not 
include new matter or go beyond the disclosure in the international application as filed. 

I hereby state that the amendments, made in accordance with 37 CFR § 1.825(a), 
included in the substitute sheet(s) of the Sequence Listing are supported in the 

application, as filed, at pages . I hereby state that the substitute sheet(s) of the 

Sequence Listing does (do) not include new matter. 

I hereby state that the substitute copy of the computer readable form, submitted in 
accordance with 37 CFR § 1.825(b), is the same as the amended Sequence Listing. 



DOCKET NO.: 008USPHRM300 



-2- 



PATENT 
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SEQUENCE LISTING 



<110> Lind, Peter 

Wood, Linda S. 
Hiebsch, Ronald 
Ruff, Valerie 
Lindberg, Eleni 
Parodi, Luis A. 
Vogeli, Gabriel 

<120> Novel G Protein Coupled Receptors 

<130> PHRM-0300 

<150> 60/184,305 
<151> 2000-02-23 

<150> 60/188,880 
<151> 2000-03-13 

<150> 60/219,492 
<151> 2000-07-20 

<150> 60/173,339 
<151> 1999-12-28 

<150> 60/224,321 
<151> 2000-08-11 

<150> 60/200,534 
<151> 2000-04-27 

<150> 60/239,062 
<151> 2000-10-09 

<160> 56 

<170> Patentln version 3.0 

<210> 1 

<211> 237 

<212> DNA 

<213> Homo sapiens 



<400> 1 
cactctccct 


ggggccactc 


tcaggccatc 


ctcaccatcg 


tctgactcct 


cgtcgttggc 


60 


catgagggcc 


atgcacttct 


cccggacagc 


tttgaggtca 


gcccggtagc 


ggtcgcaggc 


120 


ccagaggaac 


acaggcagca 


gcagggcctg 


ggccacggag 


caccacagca 


cgcagagtgc 


180 


catccagggc 


gctgaggcgt 


cggcccgcag 


gctgctgaag 


ctcaccacct 


gtgggca 


237 



<210> 2 

<211> 558 

<212> DNA 

<213> Homo sapiens 



acacatggtg caacacagca gagccagcag caccgctgcc accagccaca gcgtccggca 



1 



caagtggcgg 


ctgggctccc 


cgaagaactg 


ggtgcaggcg 


cc get gage a 


gcaggtgcag 


120 


cagcaggcag 


agggcccagg 


tgagggcgca 


cacacaggtg 


gtcaggtggc 




180 




caggctggga 


agagggcggc 


caggcactgc 


tccacgctga 




24 0 


gagactcagg 


cccacgatgt 


agcagaagaa 


gcgcagcgtt 


gecaggctgg 


tct gcacgaa 


300 


gCCCgggaag 


tccagccggc 


cttgcagcaa 




atggccacca 




360 
















gacattggag 


ctgagcagcc 


agaggactgc 


cccattcccc 


agcagcccac 


egaggecgag 


480 


cccctcggtg 


agggacagga 


tgatgaggtt 


gaaggccaca 


tcctcctggg 


cgccgttggc 


540 


ggcccccacg 


tgctgtcc 










558 


<210> 3 

<211> 420 

<212> DNA 

<213> Homo sapiens 












<400> 3 
taagaagcca 


cagaacttcc 


cttccaagat 


get cage agt 


agggacaggg 


cccagagcag 


60 


gacacacacg 


accgctgaca 






cgataccaga 


tgggccacag 


120 


gacggacagg 


cagcgctcgg 


tgctgacggt 


gctcagcatg 






180 


acaggtcatc 


acagtggtga 












actgaggtac 


accaggcaat 


ttataatctg 


gaagcagagg 


aagaggaagt 


cggccccggc 


300 


caggctgagg 


acgtagacag 


agaaggcgtt 


cctgcgcatg 


cggaagccca 


ggagecagag 


360 


cacaaacccg 


tttcctacca 


gcccgaccag 


ggcaatgaaa 


aggatcagga 


agacegggat 


420 


<210> 4 

<211> 297 

<212> DNA 

<213> Homo sapiens 












<400> 4 
gtcctgccgg 


gccgagggcc 










60 


gtgctgctga 


tcgctgccac 


tttcctgtgg 


aacctgetgg 


ttccggtcac 


catcccgcgg 




gtccgtg'cct 


tccaccgcgt 


gccgcataac 


ttggtggcct 


cgacggccgt 


cteggacgaa 


180 


ctagtggcag 


cgctggcgat 


gccaccgagc 


ctggcgagtg 


agctgtcgac 


egggegaegt 


240 


cggctgctgg 


gccggagcct 


gtgccacgtg 


tggatctcct 


tcgacgccgg 


agectgt 


297 



<210> 5 
<211> 636 
<212> DNA 



2 

















ctgtgctgcc 


ccgccggcct 


cgggaacgtg 


gcggccatcg 


ccctgggccg 


cgacggggcc 


60 


atcacacggc 


acctgcagca 


cacgctgcgc 


acccgcagcc 


gcgcctcgtt 


gctcatgatc 


120 


gcgctcgccc 


gggtgccgtc 


ggcgctcatc 


gccctcgcgc 


cgctgctctt 


tggccggggc 


180 


gaggtgtgcg 


acgctcggct 


ccagcgctgc 


caggtgagcc 


gggaaccctc 


ctatgccgcc 


240 


ttctccaccc 


gcggcgcctt 


ccacctgccg 


cttggcgtgg 


tgccgtttgt 


ctaccggaag 


300 


atctacgagg 


cggccaagtt 


tcgtttcggc 


cgccgccgga 


gagctgtgct 


gccgttgccg 


360 


gccaccatgc 


aggtgagggg 


tgggctgagg 


aacgttgcta 


tggggaagcg 


gttgctagag 


420 


aaggaggcag 


cttcgcgaat 


gggagagtgg 


gcggaagctt 


gtactaatgg 


agcgcgcgcc 


480 


cagagatcac 


ctggggcgca 


cgaggacaag 


tttgccatca 


gttcttctga 


agcgggcacc 


540 


gaggggcttg 


tcaccggctc 


acctggcacg 


caagtgaggg 


gttcgccagc 


tgcgtacttg 


600 


gtgcgcgcag 


aggaaagggt 


ttcacaatct 


gcacgt 






636 



<210> 6 

<211> 654 

<212> DNA 

<213> Homo sapiens 

<400> 6 



atggatgaca 


atgccaccaa 


cacttccacc 


agcttccttt 


ctgtgctcaa 


ccctcatgga 


60 


gcccatgcca 


cttccttccc 


attcaacttc 


agctacagcg 


actatgatat 


gcctttggat 


120 


gaagatgagg 


atgtgaccaa 


ttccaggacg 


ttctttgctg 


ccaagattgt 


cattgggatg 


180 


gccctggtgg 


gcatcatgct 


ggtctgcggc 


attggaaact 


tcatctttat 


cgctgccctg 


240 


gtccgctaca 


agaaactgcg 


caacctcacc 


aacctgctca 


tcgccaacct 


ggccatctct 


300 


gacttcctgg 


tggccattgt 


ctgctgcccc 


tttgagatgg 


actactatgt 


ggtgcgccag 


360 


ctctcctggg 


agcacggcca 


cgtcctgtgc 


acctctgtca 


actacctgcg 


cactgtctct 


420 


ctctatgtct 


ccaccaatgc 


cctgctggcc 


atcgccattg 


acaggtgagt 


gcagcagcag 


480 


tggggacaac 


aaaggcggtc 


agggaggaag 


gggcattgga 


attgccccct 


cctgtactgc 


540 


agttgcagat 


tgatgagagg 


tgtctctatt 


ccccctagat 


gtggttgcat 


gggggactca 


600 


aaagcttgcc 


cattgactga 


cagtgagaag 


agttctcctt 


ttccagcttt 


gttc 


654 



<210> 7 

<211> 180 

<212> • DNA 

<213> Homo sapiens 

<400> 7 



3 



gccttcatct gctgttggag tccatacttc ctgtttgaca ttttggacaa tttcaacctc 
cttccagaca cccaggagcg tttctatgcc tctgtgatca ttcagaacct gccagcattg 
aatagtgcca tcaaccccct catctactgt gtcttcagca gctccatctc tttcccctgc 



60 
120 
180 



<210> 8 

<211> 201 

<212> DNA 

<213> Homo sapiens 

<400> 8 

gaaaagcaag ccagggtcct cattgtgatc gcctggagcc tgtcttttct gttctccatt 60 

cccaccctga tcatatttgg gaagaggaca ctgtccaacg gtgaagtgca gtgctgggcc 120 

ctgtggcctg acgactccta ctggacccca tacatgacca tcgtggcctt cctggtgtac 180 

ttcatccctc tgacaatcat c 201 



<210> 9 

<211> 648 

<212> DNA 

<213> Homo sapiens 

<400> 9 

caccagcaca gggaagccca tgaggcagtc gtagatgaag actatggtgg tcacgaggcc 60 

cgtggtctgc agagaggttt tggcgggctc cgagccatcg atggaggagc gccgcttgcc 120 

ctgcgcgtcc tccaccacga tggtgggcac ggtgaaggcg cggcggtcgg cctggcgccc 180 

cacctgcacg gccagcgtct ggaagagggc gatggctgtg cagatcacgc ccatggccac 24 0 

gctgccgccc accagcagca ggaagcagac gccaaagccc aggccgatct cagccacgat 300 

gaagcggcag ccatgggtgt agaagcgctc gctggtgtcg tgccagccaa cggcaggcag 360 

ggccgacagg atgaaggaca ccatccagat acccatgact gtgtgcaccg cctgcttctt 420 

ggcattgctc agcctggcat gaggcagggt ggaacagagg gatctggcgt cacccacagg 4 80 

gcctccccag gcctctgggg acctgtaggg gatccgcacc acccaggcac cccacacccc 540 

cagtatatca tagtcatggc acagccagtg tggcagggcc ttgttccttg cataggagat 600 

actgtgaaca ttgtcacacg tccctcttcc aagcattctg tattggct 648 



<210> 10 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ccggtagttg acaggccagc agaccatcca catgcggtgg taggagaggg aggtgacaga 60 
gaaacaggtg gccagggtga gggtgtagaa ggtggacacg aagaccttgc agagaccctc 120 



4 



attccactcg aagtcggggc gctgccgccg cagctgcacc acggagtagg tggcgatggg 180 

cacggccaca tttagcatgt gggtggccgc gagtgtacac agcaggaact ccaagggctt 240 

ccacttcttc tgcttggcgc caacgctgag gatgccccag gcattggcca gcagggagag 300 

gcccccacat accagccagc ccactgcact gccaggcagc cgccgctcat cactcat 357 

<210> 11 

<211> 1163 

<212> DNA 

<213> Homo sapiens 

<400> 11 

cctgtaaaca ggggcggtaa ttaccacata acaggctggt catgaaaatc agtgaacatg 60 

cagcaggtgc tcaagtcttg tttttgtttc caggggcacc agtggaggtt ttctgagcat 120 

ggatccaacc accccggcct ggggaacaga aagtacaaca gtgaatggaa atgaccaagc 180 

ccttcttctg ctttgtggca aggagaccct gatcccggtc ttcctgatcc ttttcattgc 240 

cctggtcggg ctggtaggaa acgggtttgt gctctggctc ctgggcttcc gcatgcgcag 30 0 

gaacgccttc tctgtctacg tcctcagcct ggccggggcc gacttcctct tcctctgctt 360 

ccagattata aattgcctgg tgtacctcag taacttcttc tgttccatct ccatcaattt 420 

ccctagcttc ttcaccactg tgatgacctg tgcctacctt gcaggcctga gcatgctgag 4 80 

caccgtcagc accgagcgct gcctgtccgt cctgtggccc atctggtatc gctgccgccg 54 0 

ccccagacac ctgtcagcgg tcgtgtgtgt cctgctctgg gccctgtccc tactgctgag 600 

catcttggaa gggaagttct gtggcttctt atttagtgat ggtgactctg gttggtgtca 660 

gacatttgat ttcatcactg cagcgtggct gattttttta ttcatggttc tctgtgggtc 720 

cagtctggcc ctgctggtca ggatcctctg tggctccagg ggtctgccac tgaccaggct 780 

gtacctgacc atcctgctca cagtgctggt gttcctcctc tgcggcctgc cctttggcat 840 

tcagtggttc ctaatattat ggatctggaa ggattctgat gtcttatttt gtcatattca 900 

tccagtttca gttgtcctgt catctcttaa cagcagtgcc aaccccatca tttacttctt 960 

cgtgggctct tttaggaagc agtggcggct gcagcagccg atcctcaagc tggctctcca 1020 

gagggctctg caggacattg ctgaggtgga tcacagtgaa ggatgcttcc gtcagggcac 1080 

cccggagatg tcgagaagca gtctggtgta gagatggaca gcctctactt ccatcagata 1140 

tatgtggctt tgagaggcaa ctt 1163 

<210> 12 

<211> 1668 

<212> DNA 

<213> Homo sapiens 



5 



<400> 12 



gtgatggata 


tctgcagaat 


tcgcccttaa 


gcagtggtaa 


acaacgcaga 


gtacgcggga 


60 


ggaggcaagc 


tggactccct 


cactcagctg 


caggagcaag 


gacagtgagg 


ctcaaccccg 


120 


cctgagccat 


gccagccaac 


ttcacagagg 


gcagcttcga 


ttccagtggg 


accgggcaga 


180 


cgctggattc 


ttccccagtg 


gcttgcactg 


aaacagtgac 


ttttactgaa 


gtggtggaag 


240 


gaaaggaatg 


gggtt-ccttc 


tactactcct 


ttaagactga 


gcaattgata 


actctgtggg 


300 


tcctctttgt 


ttttaccatt 


gttggaaact 


ccgttgtgct 


tttttccaca 


tggaggagaa 


360 


agaagaagtc 


aagaatgacc 


ttctttgtga 


ctcagctggc 


catcacagat 


tctttcacag 


420 


gactggtcaa 


catcttgaca 


gatattattt 


ggcgattcac 


tggagacttc 


acggcacctg 


480 


acctggtttg 


ccgagtggtc 


cgctatttgc 


aggttgtgct 


gctctacgcc 


tctacctacg 


540 


tcct ggtgtc 


cctcagcata 


gacagatacc 


atgccatcgt 


ctaccccatg 


aagttccttc 


600 


aaggagaaaa 


gcaagccagg 


gtcctcattg 


tgatcgcctg 


gagcctgtct 


tttctgttct 


660 


ccattcccac 


cctgatcata 


tttgggaaga 


ggacactgtc 


caacggtgaa 


gtgcagtgct 


720 


gggccctgtg 


gcctggcgac 


tcctactgga 


ccccatacat 


gaccatcgtg 


gccttcctgg 


780 


tgtacttcat 


ccctctgaca 


atcatcagca 


tcatgtatgg 


cattgtgatc 


cgaactattt 


840 


ggattaaaag 


caaaacctac 


gaaacagtga 


tttccaactg 


ctcagatggg 


aaactgtgca 


900 


gcagctataa 


ccgaggactc 


atctcaaagg 


caaaaatcaa 


ggctatcaag 


tatagcatta 


960 


tcatcattct 


tgccttcatc 


tgctgttgga 


gtccatactt 


cctgtttgac 


attttggaca 


1020 


atttcaacct 


ccttccagac 


acccaggagc 


gtttctatgc 


ctctgtgatc 


attcagaacc 


1080 


tgccagcatt 


gaatagtgcc 


atcaaccccc 


ccatctactg 


tgtcttcagc 


agctccatct 


1140 


ctttcccctg 


cagggagcaa 


agatcacagg 


attccagaat 


gacgttccgg 


gagagaactg 


1200 


agaggcatga 


gatgcagatt 


ctgtccaagc 


cagaattcat 


ctagacccta 


gggcagtgcc 


1260 


agtgctaggc 


tgagcaccat 


cagctctccc 


aggtccttgt 


cacctgcttg 


ggcacgtgca 


1320 


tggaacccga 


gccaacttca 


ccccaccctc 


gtcattacct 


gggagatgca 


caagacaaat 


1380 


gttctaatga 


ctgcatgcac 


tgcttaagta 


ttggccaaca 


cgaactcccc 


agttattcat 


1440 


gccagccagg 


aaggaaacgc 


cttccttccc 


caccattccc 


agccctcctt 


cccactggcc 


1500 


agcacctgaa 


cccagtgaac 


acaggcatta 


gtggtccagg 


gtcctggctt 


ggagccagtg 




agtagacagg 


caagcagagg 


ggacaaaggt 


agctgggtta 


tacatgaata 


ttctcattac 


1620 


aatagaagaa 


aataaaagac 


ttaattaagc 


ccaaaaaaaa 


aaaaaaaa 




1668 



<210> 13 
<211> 1387 
<212> DNA 



6 



<213> Homo sapiens 
<400> 13 

caaagatgct ggcagagaca ttctgactca ttaagggaga gctggctgat agcagagagg 
ggtgacatca gccttgcaga cattgccctg gggaattctg agcagtgttg ctcacagcac 
cacctggcca gatggagacc accatggggt tcatggatga caatgccacc aacacttcca 
ccagcttcct ttctgtgctc aaccctcatg gagcccatgc cacttccttc ccattcaact 
tcagctacag cgactatgat atgcctttgg atgaagatga ggatgtgacc aattccagga 
cgttctttgc tgccaagatt gtcattggga tggccctggt gggcatcatg ctggtctgcg 
gcattggaaa cttcatcttt atcgctgccc tggtccgcta caagaaactg cgcaacctca 
ccaacctgct catcgccaac ctggccatct ctgacttcct ggtggccatt gtctgctgcc 
cctttgagat ggactactat gtggtgcgcc agctctcctg ggagcacggc cacgtcctgt 
gcacctctgt caactacctg cgcactgtct ctctctatgt ctccaccaat gccctgctgg 
ccatcgccat tgacaggtat ctggctattg tccatccgct gagaccacgg atgaagtgcc 
aaacagccac tggcctgatt gccttggtgt ggacggtgtc catcctgatc gccatccctt 
ccgcctactt caccaccgag acggtcctcg tcattgtcaa gagccaggaa aagatcttct 
gcggccagat ctggcctgtg gaccagcagc tctactacaa gtcctacttc ctctttatct 
ttggcataga attcgtgggc cccgtggtca ccatgaccct gtgctatgcc aggatctccc 
gggagctctg gttcaaggcg gtccctggat tccagacaga gcagatccgc aagaggctgc 
gctgccgcag gaagacggtc ctggtgctca tgtgcatcct caccgcctac gtgctatgct 
gggcgccctt ctacggcttc accatcgtgc gcgacttctt ccccaccgtg tttgtgaagg 
agaagcacta cctcactgcc ttctacatcg tcgagtgcat cgccatgagc aacagcatga 
tcaacactct gtgcttcgtg accgtcaaga acgacaccgt caagtacttc aaaaagatca 
tgttgctcca ctggaaggct tcttacaatg gcggtaagtc cagtgcagac ctggacctca 
agacaattgg gatgcctgcc accgaagagg tggactgcat cagactaaaa taaccccctg 
gactttgcaa agtttaaaca caaagcaggg tcctgtggac actgactagt gtgcttggat 
gcacatc 



<210> 14 

<211> 79 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Cys Pro Gin Val Val Ser Phe Ser Ser Leu Arg Ala Asp Ala Ser Ala 
15 io 15 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1387 



7 



Pro Trp Met Ala Leu Cys Val Leu Trp Cys Ser Val Ala Gin Ala Leu 
20 25 30 

Leu Leu Pro Val Phe Leu Trp Ala Cys Asp Arg Tyr Arg Ala Asp Leu 
35 40 45 

Lys Ala Val Arg Glu Lys Cys Met Ala Leu Met Ala Asn Asp Glu Glu 



Ser Asp Asp Gly Glu Asp Gly Leu Arg Val Ala Pro Gly Arg Val 
65 70 75 

<210> 15 
<211> 186 



<212> PRT 

<213> Homo sapiens 



<400> 15 



Gly Gin His Val Gly Ala Ala Asn Gly Ala Gin Glu Asp Val Ala Phe 
15 10 15 

Asn Leu lie lie Leu Ser Leu Thr Glu Gly Leu Gly Leu Gly Gly Leu 
20 25 30 

Leu Gly Asn Gly Ala Val Leu Trp Leu Leu Ser Ser Asn Val Tyr Arg 
35 40 45 

Asn Pro Phe Ala lie Tyr Leu Leu Asp Val Ala Cys Ala Asp Leu lie 
50 55 60 

Phe Leu Gly Cys His Met Val Ala lie Val Pro Asp Leu Leu Gin Gly 



Arg Leu Asp Phe Pro Gly Phe Val Gin Thr Ser Leu Ala Thr Leu Arg 
85 90 95 

Phe Phe Cys Tyr lie Val Gly Leu Ser Leu Leu Ala Ala Val Ser Val 
100 105 110 

Glu Gin Cys Leu Ala Ala Leu Phe Pro Ala Trp Tyr Ser Cys Arg Arg 
115 120 125 

Pro Arg His Leu Thr Thr Cys Val Cys Ala Leu Thr Trp Ala Leu Cys 
130 135 140 

Leu Leu Leu His Leu Leu Leu Ser Gly Ala Cys Thr Gin Phe Phe Gly 
145 150 155 160 

Glu Pro Ser Arg His Leu Cys Arg Thr Leu Trp Leu Val Ala Ala Val 
165 170 175 

Leu Leu Ala Leu Leu Cys Cys Thr Met Cys 
180 185 

<210> 16 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 16 

He Pro Val Phe Leu He Leu Phe He Ala Leu Val Gly Leu Val Gly 
15 10 15 

Asn Gly Phe Val Leu Trp Leu Leu Gly Phe Arg Met Arg Arg Asn Ala 
20 25 30 

Phe Ser Val Tyr Val Leu Ser Leu Ala Gly Ala Asp Phe Leu Phe Leu 
35 40 45 

Cys Phe Gin He He Asn Cys Leu Val Tyr Leu Ser Asn Phe Phe Cys 
50 55 60 

Ser He Ser He Asn Phe Pro Ser Phe Phe Thr Thr Val Met Thr Cys 
65 70 75 80 

Ala Tyr Leu Ala Gly Leu Ser Met Leu Ser Thr Val Ser Thr Glu Arg 
85 90 95 

Cys Leu Ser Val Leu Trp Pro He Trp Tyr Arg Cys Arg Arg Pro Arg 
100 105 HO 

His Leu Ser Ala Val Val Cys Val Leu Leu Trp Ala Leu Ser Leu Leu 
115 120 125 

Leu Ser He Leu Glu Gly Lys Phe Cys Gly Phe Leu 
130 135 140 

<210> 17 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Val Leu Pro Gly Arg Gly Pro Pro Phe Ser Val Phe Thr Val Leu Val 
15 10 15 

Val Thr Leu Leu Val Leu Leu He Ala Ala Thr Phe Leu Trp Asn Leu 
20 25 30 

Leu Val Pro Val Thr He Pro Arg Val Arg Ala Phe His Arg Val Pro 
35 40 45 

His Asn Leu Val Ala Ser Thr Ala Val Ser Asp Glu Leu Val Ala Ala 
50 55 60 

Leu Ala Met Pro Pro Ser Leu Ala Ser Glu Leu Ser Thr Gly Arg Arg 
65 70 75 80 

Arq Leu Leu Gly Arg Ser Leu Cys His Val Trp He Ser Phe Asp Ala 
85 90 95 

Gly Ala Cys 



<210> 18 

<211> 212 

<212> PRT 

<213> Homo sapie 



9 



Leu Cys Cys Pro Ala Gly Leu Gly Asn Val Ala Ala lie Ala Leu Gly 
15 10 15 



Arg Asp Gly Ala lie Thr Arg His Leu Gin His Thr Leu Arg Thr Arg 



Ser Arg Ala Ser -Leu Leu Met lie Ala Leu Ala Arg Val Pro Ser Ala 
35 40 45 

Leu lie Ala Leu Ala Pro Leu Leu Phe Gly Arg Gly Glu Val Cys Asp 
50 55 60 

Ala Arg Leu Gin Arg Cys Gin Val Ser Arg Glu Pro Ser Tyr Ala Ala 
65 70 75 80 

Phe Ser Thr Arg Gly Ala Phe His Leu Pro Leu Gly Val Val Pro Phe 



Val Tyr Arg Lys lie Tyr Glu Ala Ala Lys Phe Arg Phe Gly Arg Arg 
100 105 110 

Arg Arg Ala Val Leu Pro Leu Pro Ala Thr Met Gin Val Arg Gly Gly 
115 120 125 

Leu Arg Asn Val Ala Met Gly Lys Arg Leu Leu Glu Lys Glu Ala Ala 
130 135 140 

Ser Arg Met Gly Glu Trp Ala Glu Ala Cys Thr Asn Gly Ala Arg Ala 
145 150 155 160 

Gin Arg Ser Pro Gly Ala His Glu Asp Lys Phe Ala lie Ser Ser Ser 
165 170 175 

Glu Ala Gly Thr Glu Gly Leu Val Thr Gly Ser Pro Gly Thr Gin Val 
180 185 190 

Arg Gly Ser Pro Ala Ala Tyr Leu Val Arg Ala Glu Glu Arg Val Ser 
195 200 205 

Gin Ser Ala Arg 
210 

<210> 19 

<211> 217 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Asp Asp Asn Ala Thr Asn Thr Ser Thr Ser Phe Leu Ser Val Leu 
15 10 15 

Asn Pro His Gly Ala His Ala Thr Ser Phe Pro Phe Asn Phe Ser Tyr 



Ser Asp Tyr Asp Met Pro Leu Asp Glu Asp Glu Asp Val Thr Asn Ser 
35 40 45 



10 



Arg Thr Phe Phe Ala Ala Lys He Val He Gly Met Ala Leu Val Gly 
50 55 60 



He Met Leu Val Cys Gly He Gly Asn Phe He Phe He Ala Ala Leu 
65 70 75 80 

Val Arg Tyr Lys Lys Leu Arg Asn Leu Thr Asn Leu Leu He Ala Asn 



Leu Ala He Ser Asp Phe Leu Val Ala He Val Cys Cys Pro Phe Glu 
100 105 110 

Met Asp Tyr Tyr Val Val Arg Gin Leu Ser Trp Glu His Gly His Val 
115 120 125 

Leu Cys Thr Ser Val Asn Tyr Leu Arg Thr Val Ser Leu Tyr Val Ser 
130 135 140 

Thr Asn Ala Leu Leu Ala He Ala He Asp Arg Val Gin Gin Gin Trp 
145 150 155 160 

Gly Gin Gin Arg Arg Ser Gly Arg Lys Gly His Trp Asn Cys Pro Leu 
165 170 175 

Leu Tyr Cys Ser Cys Arg Leu Met Arg Gly Val Ser He Pro Pro Arg 
180 185 190 

Cys Gly Cys Met Gly Asp Ser Lys Ala Cys Pro Leu Thr Asp Ser Glu 
195 200 205 

Lys Ser Ser Pro Phe Pro Ala Leu Phe 
210 215 

<210> 20 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Ala Phe He Cys Cys Trp Ser Pro Tyr Phe Leu Phe Asp He Leu Asp 
15 10 15 

Asn Phe Asn Leu Leu Pro Asp Thr Gin Glu Arg Phe Tyr Ala Ser Val 
20 25 30 

He lie Gin Asn Leu Pro Ala Leu Asn Ser Ala He Asn Pro Leu He 



Tyr Cys Val Phe Ser Ser Ser He Ser Phe Pro Cys 
50 55 60 

<210> 21 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Glu Lys Gin Ala Arg Val Leu He Val He Ala Trp Ser Leu Ser Phe 



11 



Leu Phe Ser lie Pro Thr Leu lie lie Phe Gly Lys Arg Thr Leu Ser 
20 25 30 



Asn Gly Glu Val Gin Cys Trp Ala Leu Trp Pro Asp Asp Ser Tyr Trp 
35 40 45 

Thr Pro Tyr Met Thr lie Val Ala Phe Leu Val Tyr Phe lie Pro Leu 



Thr lie lie 

65 

<210> 22 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Ser Gin Tyr Arg Met Leu Gly Arg Gly Thr Cys Asp Asn Val His Ser 
15 10 15 

lie Ser Tyr Ala Arg Asn Lys Ala Leu Pro His Trp Leu Cys His Asp 
20 25 30 

Tyr Asp lie Leu Gly Val Trp Gly Ala Trp Val Val Arg lie Pro Tyr 



Arg Ser Pro Glu Ala Trp Gly Gly Pro Val Gly Asp Ala Arg Ser Leu 
50 55 60 

Cys Ser Thr Leu Pro His Ala Arg Leu Ser Asn Ala Lys Lys Gin Ala 
65 70 75 80 

Val His Thr Val Met Gly lie Trp Met Val Ser Phe lie Leu Ser Ala 
85 90 95 

Leu Pro Ala Val Gly Trp His Asp Thr Ser Glu Arg Phe Tyr Thr His 
100 105 110 

Gly Cys Arg Phe lie Val Ala Glu lie Gly Leu Gly Phe Gly Val Cys 
115 120 125 

Phe Leu Leu Leu Val Gly Gly Ser Val Ala Met Gly Val He Cys Thr 
130 135 140 

Ala He Ala Leu Phe Gin Thr Leu Ala Val Gin Val Gly Arg Gin Ala 
145 150 155 160 

Asp Arg Arg Ala Phe Thr Val Pro Thr He Val Val Glu Asp Ala Gin 
165 170 175 

Gly Lys Arg Arg Ser Ser He Asp Gly Ser Glu Pro Ala Lys Thr Ser 
180 185 190 

Leu Gin Thr Thr Gly Leu Val Thr Thr He Val Phe He Tyr Asp Cys 
195 200 205 

Leu Met Gly Phe Pro Val Leu Val 
210 215 
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<210> 23 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Ser Asp Glu Arg Arg Leu Pro Gly Ser Ala Val Gly Trp Leu Val 



Cys Gly Gly Leu Ser Leu Leu Ala Asn Ala Trp Gly lie Leu Ser Val 
20 25 30 

Gly Ala Lys Gin Lys Lys Trp Lys Pro Leu Glu Phe Leu Leu Cys Thr 
35 40 45 

Leu Ala Ala Thr His Met Leu Asn Val Ala Val Pro lie Ala Thr Tyr 



Ser Val Val Gin Leu Arg Arg Gin Arg Pro Asp Phe Glu Trp Asn Glu 
65 70 75 80 

Gly Leu Cys Lys Val Phe Val Ser Thr Phe Tyr Thr Leu Thr Leu Ala 
85 90 95 

Thr Cys Phe Ser Val Thr Ser Leu Ser Tyr His Arg Met Trp Met Val 
100 105 110 



Cys Trp Pro Val Asn Tyr Arg 





115 


<210> 


24 


<211> 


330 


<212> 


PRT 


<213> 


Homo 


<400> 


24 


Met Asp Pro 



15 10 15 

Gly Asn Asp Gin Ala Leu Leu Leu Leu Cys Gly Lys Glu Thr Leu lie 
20 25 30 

Pro Val Phe Leu lie Leu Phe lie Ala Leu Val Gly Leu Val Gly Asn 



Gly Phe Val Leu Trp Leu Leu Gly Phe Arg Met Arg Arg Asn Ala Phe 
50 55 60 

Ser Val Tyr Val Leu Ser Leu Ala Gly Ala Asp Phe Leu Phe Leu Cys 

65 70 75 80 

Phe Gin lie lie Asn Cys Leu Val Tyr Leu Ser Asn Phe Phe Cys Ser 



He Ser He Asn Phe Pro Ser Phe Phe Thr Thr Val Met Thr Cys Ala 
100 105 110 

Tyr Leu Ala Gly Leu Ser Met Leu Ser Thr Val Ser Thr Glu Arg Cys 
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Leu Ser Val Leu Trp Pro lie Trp Tyr Arg Cys Arg Arg Pro Arg His 
130 135 140 

Leu Ser Ala Val Val Cys Val Leu Leu Trp Ala Leu Ser Leu Leu Leu 
145 150 155 160 

Ser lie Leu Glu Gly Lys Phe Cys Gly Phe Leu Phe Ser Asp Gly Asp 
165 170 175 

Ser Gly Trp Cys Gin Thr Phe Asp Phe He Thr Ala Ala Trp Leu He 
180 185 190 

Phe Leu Phe Met Val Leu Cys Gly Ser Ser Leu Ala Leu Leu Val Arg 
195 200 205 

He Leu Cys Gly Ser Arg Gly Leu Pro Leu Thr Arg Leu Tyr Leu Thr 
210 215 220 

He Leu Leu Thr Val Leu Val Phe Leu Leu Cys Gly Leu Pro Phe Gly 
225 230 235 240 

He Gin Trp Phe Leu He Leu Trp He Trp Lys Asp Ser Asp Val Leu 
245 250 255 

Phe Cys His lie His Pro Val Ser Val Val Leu Ser Ser Leu Asn Ser 
260 265 270 

Ser Ala Asn Pro He He Tyr Phe Phe Val Gly Ser Phe Arg Lys Gin 
275 280 285 

Trp Arg Leu Gin Gin Pro He Leu Lys Leu Ala Leu Gin Arg Ala Leu 
290 295 300 

Gin Asp He Ala Glu Val Asp His Ser Glu Gly Cys Phe Arg Gin Gly 
305 310 315 320 

Thr Pro Glu Met Ser Arg Ser Ser Leu Val 
325 330 

<210> 25 

<211> 371 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Met Pro Ala Asn Phe Thr Glu Gly Ser Phe Asp Ser Ser Gly Thr Gly 
15 10 15 

Gin Thr Leu Asp Ser Ser Pro Val Ala Cys Thr Glu Thr Val Thr Phe 
20 25 30 

Thr Glu Val Val Glu Gly Lys Glu Trp Gly Ser Phe Tyr Tyr Ser Phe 
35 40 45 

Lys Thr Glu Gin Leu He Thr Leu Trp Val Leu Phe Val Phe Thr He 
50 55 60 

Val Gly Asn Ser Val Val Leu Phe Ser Thr Trp Arg Arg Lys Lys Lys 
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65 70 75 80 

Ser Arg Met Thr Phe Phe Val Thr Gin Leu Ala lie Thr Asp Ser Phe 



Thr Gly Leu Val Asn lie Leu Thr Asp lie lie Trp Arg Phe Thr Gly 
100 _ 105 110 

Asp Phe Thr Ala Pro Asp Leu Val Cys Arg Val Val Arg Tyr Leu Gin 
115 120 125 

Val Val Leu Leu Tyr Ala Ser Thr Tyr Val Leu Val Ser Leu Ser lie 
130 135 140 

Asp Arg Tyr His Ala lie Val Tyr Pro Met Lys Phe Leu Gin Gly Glu 
145 150 155 160 

Lys Gin Ala Arg Val Leu lie Val lie Ala Trp Ser Leu Ser Phe Leu 
165 170 175 

Phe Ser lie Pro Thr Leu lie lie Phe Gly Lys Arg Thr Leu Ser Asn 
180 185 190 

Gly Glu Val Gin Cys Trp Ala Leu Trp Pro Gly Asp Ser Tyr Trp Thr 
195 200 205 

Pro Tyr Met Thr lie Val Ala Phe Leu Val Tyr Phe lie Pro Leu Thr 
210 215 220 

He He Ser He Met Tyr Gly He Val lie Arg Thr He Trp He Lys 
225 230 235 240 

Ser Lys Thr Tyr Glu Thr Val He Ser Asn Cys Ser Asp Gly Lys Leu 
245 250 255 

Cys Ser Ser Tyr Asn Arg Gly Leu He Ser Lys Ala Lys He Lys Ala 
260 265 270 

He Lys Tyr Ser He lie He He Leu Ala Phe He Cys Cys Trp Ser 
275 280 285 

Pro Tyr Phe Leu Phe Asp He Leu Asp Asn Phe Asn Leu Leu Pro Asp 
290 295 300 

Thr Glri Glu Arg Phe Tyr Ala Ser Val He He Gin Asn Leu Pro Ala 
305 310 315 320 

Leu Asn Ser Ala He Asn Pro Pro He Tyr Cys Val Phe Ser Ser Ser 
325 330 335 

He Ser Phe Pro Cys Arg Glu Gin Arg Ser Gin Asp Ser Arg Met Thr 
340 345 350 

Phe Arg Glu Arg Thr Glu Arg His Glu Met Gin He Leu Ser Lys Pro 
355 360 365 

Glu Phe He 
370 

<210> 26 
<211> 393 
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<212> . PRT 

<213> Homo sapiens 



<400> 26 

Met Glu Thr Thr Met Gly Phe Met Asp Asp Asn Ala Thr Asn Thr Ser 
15 10 15 

Thr Ser Phe Leu Ser Val Leu Asn Pro His Gly Ala His Ala Thr Ser 



Phe Pro Phe Asn Phe Ser Tyr Ser Asp Tyr Asp Met Pro Leu Asp Glu 
35 40 45 

Asp Glu Asp Val Thr Asn Ser Arg Thr Phe Phe Ala Ala Lys lie Val 

50 55 60 

He Gly Met Ala Leu Val Gly He Met Leu Val Cys Gly He Gly Asn 
65 70 75 80 

Phe lie Phe He Ala Ala Leu Val Arg Tyr Lys Lys Leu Arg Asn Leu 



Thr Asn Leu Leu He Ala Asn Leu Ala He Ser Asp Phe Leu Val Ala 
100 105 110 

He Val Cys Cys Pro Phe Glu Met Asp Tyr Tyr Val Val Arg Gin Leu 
115 120 125 

Ser Trp Glu His Gly His Val Leu Cys Thr Ser Val Asn Tyr Leu Arg 
130 135 140 

Thr Val Ser Leu Tyr Val Ser Thr Asn Ala Leu Leu Ala He Ala He 
145 150 155 160 

Asp Arg Tyr Leu Ala He Val His Pro Leu Arg Pro Arg Met Lys Cys 
165 170 175 

Gin Thr Ala Thr Gly Leu He Ala Leu Val Trp Thr Val Ser He Leu 
180 185 190 

He Ala He Pro Ser Ala Tyr Phe Thr Thr Glu Thr Val Leu Val He 
195 200 205 

Val Lys Ser Gin Glu Lys He Phe Cys Gly Gin He Trp Pro Val Asp 
210 215 220 

Gin Gin Leu Tyr Tyr Lys Ser Tyr Phe Leu Phe He Phe Gly He Glu 
225 230 235 240 

Phe Val Gly Pro Val Val Thr Met Thr Leu Cys Tyr Ala Arg He Ser 
245 250 255 

Arg Glu Leu Trp Phe Lys Ala Val Pro Gly Phe Gin Thr Glu Gin He 
260 265 270 

Arg Lys Arg Leu Arg Cys Arg Arg Lys Thr Val Leu Val Leu Met Cys 
275 280 285 

lie Leu Thr Ala Tyr Val Leu Cys Trp Ala Pro Phe Tyr Gly Phe Thr 
290 295 300 
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lie Val Arg Asp Phe Phe Pro Thr Val Phe Val Lys Glu Lys His Tyr 
305 310 315 320 



Leu Thr Ala Phe Tyr lie Val Glu Cys lie Ala Met Ser Asn Ser Met 
325 330 335 

lie Asn Thr Leu Cys Phe Val Thr Val Lys Asn Asp Thr Val Lys Tyr 
340 345 350 

Phe Lys Lys lie Met Leu Leu His Trp Lys Ala Ser Tyr Asn Gly Gly 
355 360 365 

Lys Ser Ser Ala Asp Leu Asp Leu Lys Thr lie Gly Met Pro Ala Thr 
370 375 380 

Glu Glu Val Asp Cys lie Arg Leu Lys 
385 390 

<210> 27 

<211> 389 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Gly Phe Met Asp Asp Asn Ala Thr Asn Thr Ser Thr Ser Phe Leu 
15 10 15 

Ser Val Leu Asn Pro His Gly Ala His Ala Thr Ser Phe Pro Phe Asn 
20 25 30 

Phe Ser Tyr Ser Asp Tyr Asp Met Pro Leu Asp Glu Asp Glu Asp Val 



Thr Asn Ser Arg Thr Phe Phe Ala Ala Lys lie Val lie Gly Met Ala 
50 55 60 

Leu Val Gly He Met Leu Val Cys Gly He Gly Asn Phe He Phe He 
65 70 75 80 

Ala Ala Leu Val Arg Tyr Lys Lys Leu Arg Asn Leu Thr Asn Leu Leu 



He Ala Asn Leu Ala He Ser Asp Phe Leu Val Ala He Val Cys Cys 
100 105 110 

Pro Phe Glu Met Asp Tyr Tyr Val Val Arg Gin Leu Ser Trp Glu His 
115 120 125 

Gly His Val Leu Cys Thr Ser Val Asn Tyr Leu Arg Thr Val Ser Leu 
130 135 140 

Tyr Val Ser Thr Asn Ala Leu Leu Ala He Ala He Asp Arg Tyr Leu 
145 150 155 160 

Ala lie Val His Pro Leu Arg Pro Arg Met Lys Cys Gin Thr Ala Thr 
165 170 175 

Gly Leu He Ala Leu Val Trp Thr Val Ser He Leu He Ala He Pro 
180 185 190 
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Ser Ala Tyr Phe Thr Thr Glu Thr Val Leu Val lie Val Lys Ser Gin 
195 200 205 



Glu Lys lie Phe Cys Gly Gin He Trp Pro Val Asp Gin Gin Leu Tyr 
210 215 220 

Tyr Lys Ser Tyr Phe Leu Phe He Phe Gly He Glu Phe Val Gly Pro 
225 230 235 240 

Val Val Thr Met Thr Leu Cys Tyr Ala Arg He Ser Arg Glu Leu Trp 
245 250 255 

Phe Lys Ala Val Pro Gly Phe Gin Thr Glu Gin He Arg Lys Arg Leu 
260 265 270 

Arg Cys Arg Arg Lys Thr Val Leu Val Leu Met Cys He Leu Thr Ala 
275 280 285 

Tyr Val Leu Cys Trp Ala Pro Phe Tyr Gly Phe Thr He Val Arg Asp 
290 295 300 

Phe Phe Pro Thr Val Phe Val Lys Glu Lys His Tyr Leu Thr Ala Phe 
305 310 315 320 

Tyr lie Val Glu Cys He Ala Met Ser Asn Ser Met He Asn Thr Leu 
325 330 335 

Cys Phe Val Thr Val Lys Asn Asp Thr Val Lys Tyr Phe Lys Lys He 
340 345 350 

Met Leu Leu His Trp Lys Ala Ser Tyr Asn Gly Gly Lys Ser Ser Ala 
355 360 365 

Asp Leu Asp Leu Lys Thr He Gly Met Pro Ala Thr Glu Glu Val Asp 
370 375 380 

Cys He Arg Leu Lys 
385 

<210> 28 
<211> 9 
<212> PRT 

<213> Synthetic Substrate 
<400> 28 

Ala Pro Arg Thr Pro Gly Gly Arg Arg 



<210> 29 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 29 

ttcaaagctt atggatccaa ccacccc 
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<210> 30 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 30 

ttcactcgag ctacaccaga ctgcttctcg ac 



<210> 31 
<211> 19 
<212> DNA 



32 



<213> Artificial 
<220> 

<223> Novel Sequence 
<400> 31 

taggcacagg tcatcacag 



<210> 32 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 32 

ttggacgcca ggaaggtg 



<210> 33 

<211> 26 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 33 

gcctggagcc tgtcttttct gttctc 



<210> 34 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 



gtagatgagg gggttgatgg cactattc 



19 



<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<22 3> Novel Sequence 

<400> 35 

cctgatcata tttgg-gaaga ggacactg 



<210> 36 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 36 

gatagccttg atttttgcct ttgagatg 



<210> 37 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 37 

gcagcagaca atggccacca ggaagtcaga 



<210> 38 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 38 

tgagcaggtt ggtgaggttg cgcagtttct 



<210> 39 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 



<400> 39 

tttcctggct cttgacaatg ac 



<211> 19 

<212> ' DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 
<400> 40 

tccacttgtg ttcttgccc 19 

<210> 41 

<211> 1612 

<212> DNA 

<213> Homo sapiens 

<400> 41 



cagtgagccg 


agatggtgcc 


attgcactct 


agcctggggc 


aacagagcca 


gactccatct 


60 


ccaaaaaaaa 


aaggccattc 


tgaggatcaa 


ggcaccacta 


gcaacaggga 


gccccatggg 


120 


tctcagaccc 


tctccccaca 


tctcctggtc 


cctgccccca 


cctggcgtac 


agggaccagc 


180 


cccacggaag 


gctcttgagg 


ccaggtaacc 


atggggaggg 


gaggaatggg 


gacaccttcc 


240 


tcctgagtgt 


cttagggaag 


agaagcttag 


gtcaggtggc 


tgagggtgga 


aatgagagag 


300 


gggtctcctc 


ctggagggtc 


tcaccattcc 


cttggtcacc 


cacccaactc 


tcatctcccc 


360 


tgatgtgggg 


aggagcaggg 


ggcatggatt 


cctgagcccc 


agactcaact 


gttgtggttt 


420 


acaggggcat 


caggagagag 


agcgagcaga 


acacactcct 


gcagcatccc 


ctggcccccc 


480 


gccccatgat 


ggagcccaga 


gaagctggac 


agcacgtggg 


ggccgccaac 


ggcgcccagg 


540 


aggatgtggc 


cttcaacctc 


atcatcctgt 


ccctcaccga 


ggggctcggc 


ctcggtgggc 


600 


tgctggggaa 


tggggcagtc 


ctctggctgc 


tcagctccaa 


tgtctacaga 


aaccccttcg 


660 


ccatctacct 


cctggacgtg 


gcctgcgcgg 


atctcatctt 


ccttggctgc 


cacatggtgg 


720 


ccatcgtccc 


cgacttgctg 


caaggccggc 


tggacttccc 


gggcttcgtg 


cagaccagcc 


780 


tggcaacgct 


gcgcttcttc 


tgctacatcg 


tgggcctgag 


tctcctggcg 


gccgtcagcg 


840 


tggagcagtg 


cctggccgcc 


ctcttcccag 


cctggtactc 


gtgccgccgc 


ccacgccacc 


900 


tgaccacctg 


tgtgtgcgcc 


ctcacctggg 


ccctctgcct 


gctgctgcac 


ctgctgctca 


960 


gcggcgcctg 


cacccagttc 


ttcggggagc 


ccagccgcca 


cttgtgccgg 


acgctgtggc 


1020 


tggtggcagc 


ggtgctgctg 


gctctgctgt 


gttgcaccat 


gtgtggggcc 


agccttatgc 


1080 


tgctgctgcg 


ggtggagcga 


ggcccccagc 


ggcccccacc 


ccggggcttc 


cctgggctca 


1140 


tcctcctcac 


cgtcctcctc 


ttcctcttct 


gcggcctgcc 


cttcggcatc 


tactggctgt 


1200 


cccggaacct 


gctctggtac 


atcccccact 


acttctacca 


cttcagcttc 


ctcatggccg 


1260 


ccgtgcactg 


cgcggccaag 


cccgtcgtct 


acttctgcct 


gggcagtgcc 


cagggccgca 


1320 



21 



ggctgcqcct ccggctggtc ctccagcgag cgctgggaga cgaggctgag ctgggggccg 1380 

tcagggagac ctcccgccgg ggcctggtgg acatagcagc ctgagccctg gggcccccga 14 4 0 

ccccagctgc agcccccgtg aggcaagagg gtgacgtggg gaaggtggtg gggtcagagg 1500 

ctggggccag ccggacctgg aggaggcctt ggtgggtgac ccggtcatgt gctgtcaaag 1560 

ttgtgaccct tggtctggag catgaggctc ccctgggagg cagctggaaa gg 1612 

<210> 42 

<211> 530 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Val Ser Arg Asp Gly Ala He Ala Leu Pro Gly Ala Thr Glu Pro Asp 
15 10 15 

Ser He Ser Lys Lys Lys Arg Pro Phe Gly Ser Arg His His Gin Gin 
20 25 30 

Gly Ala Pro Trp Val Ser Asp Pro Leu Pro Thr Ser Pro Gly Pro Cys 
35 40 45 

Pro His Leu Ala Tyr Arg Asp Gin Pro His Gly Arg Leu Leu Arg Pro 
50 55 60 

Gly Asn His Gly Glu Gly Arg Asn Gly Asp Thr Phe Leu Leu Ser Val 
65 70 75 80 

Leu Gly Lys Arg Ser Leu Gly Gin Val Ala Glu Gly Gly Asn Glu Arg 
85 90 95 

Gly Val Ser Ser Trp Arg Val Ser Pro Phe Pro Trp Ser Pro Thr Gin 
100 105 HO 

Leu Ser Ser Pro Leu Met Trp Gly Gly Ala Gly Gly Met Asp Ser Ala 
115 120 125 

Pro Asp Ser Thr Val Val Val Tyr Arg Gly He Arg Arg Glu Ser Glu 
130 135 140 

Gin Asn Thr Leu Leu Gin His Pro Leu Ala Pro Arg Pro Met Met Glu 
145 150 155 160 

Pro Arg Glu Ala Gly Gin His Val Gly Ala Ala Asn Gly Ala Gin Glu 
165 170 175 

Asp Val Ala Phe Asn Leu He He Leu Ser Leu Thr Glu Gly Leu Gly 
180 185 190 

Leu Gly Gly Leu Leu Gly Asn Gly Ala Val Leu Trp Leu Leu Ser Ser 
195 200 205 

Asn Val Tyr Arg Asn Pro Phe Ala He Tyr Leu Leu Asp Val Ala Cys 
210 215 220 

Ala Asp Leu He Phe Leu Gly Cys His Met Val Ala He Val Pro Asp 
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225 



230 



235 



240 



Leu Leu Gin Gly Arg Leu Asp Phe Pro Gly Phe Val Gin Thr Ser Leu 
245 250 255 

Ala Thr Leu Arg Phe Cys Tyr lie Val Gly Leu Ser Leu Leu Ala Ala 
260 265 270 

Val Ser Val Glu Gin Cys Leu Ala Ala Leu Phe Pro Ala Trp Tyr Ser 
275 280 285 

Cys Arg Arg Pro Arg His Leu Thr Thr Cys Val Cys Ala Leu Thr Trp 
290 295 ' 300 

Ala Leu Cys Leu Leu Leu His Leu Leu Leu Ser Gly Ala Cys Thr Gin 
305 310 315 320 

Phe Phe Gly Glu Pro Ser Arg His Leu Cys Arg Thr Leu Trp Leu Val 
325 330 335 

Ala Ala Val Leu Leu Ala Leu Leu Cys Cys Thr Met Cys Gly Ala Ser 
340 345 350 

Leu Met Leu Leu Leu Arg Val Glu Arg Gly Pro Gin Arg Pro Pro Pro 
355 360 365 

Arg Gly Phe Pro Gly Leu lie Leu Leu Thr Val Leu Leu Phe Leu Phe 
370 375 380 

Cys Gly Leu Pro Phe Gly lie Tyr Trp Leu Ser Arg Asn Leu Leu Trp 
385 390 395 400 

Tyr lie Pro His Tyr Phe Tyr His Phe Ser Phe Leu Met Ala Ala Val 
405 410 415 

His Cys Ala Ala Lys Pro Val Val Tyr Phe Cys Leu Gly Ser Ala Gin 
420 425 430 

Gly Arg Arg Leu Pro Leu Arg Leu Val Leu Gin Arg Ala Leu Gly Asp 
435 440 445 

Glu Ala Glu Leu Gly Ala Val Arg Glu Thr Ser Arg Arg Gly Leu Val 
450 455 460 

Asp lie Ala Ala Ala Leu Gly Pro Pro Thr Pro Ala Ala Ala Pro Val 
465 470 475 480 

Arg Gin Glu Gly Asp Val Gly Lys Val Val Gly Ser Glu Ala Gly Ala 
485 490 495 

Ser Arg Thr Trp Arg Arg Pro Trp Trp Val Thr Arg Ser Cys Ala Val 
500 505 510 

Lys Val Val Thr Leu Gly Leu Glu His Glu Ala Pro Leu Gly Gly Ser 
515 520 525 

Trp Lys 
530 

<210> 43 
<211> 1612 
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<212> DNA 

<213> Homo sapiens 

<400> 43 



cagtgagccg 


agatggtgcc 


attgcactct 


agcctggggc 


aacagagcca 1 


gactccatct 




ccaaaaaaaa 


aaggccattc 


tgaggatcaa 


ggcaccacta 


gcaacaggga 


gccccatggg 




tctcagaccc 


tctccccaca 


tctcctggtc 


cctgccccca 


cctggcgtac 


agggaccagc 


180 


cccacggaag 


gctcttgagg 


ccaggtaacc 


atggggaggg 


gaggaatggg 


gacaccttcc 




tcctgagtgt 


cttagggaag 


agaagcttag 


gtcaggtggc 


tgagggtgga 


a at gaga gag 




gggtctcctc 


ctggagggtc 


tcaccattcc 


cttggtcacc 


cacccaactc 


tcatctcccc 




tgatgtgggg 


aggagcaggg 


ggcatggatt 


cctgagcccc 


agactcaact 


gttgtggttt 




acaggggcat 


caggagagag 


agcgagcaga 


acacactcct 


gcagcatccc 


ctggcccccc 




gccccatgat 


ggagcccaga 


gaagctggac 


agcacgtggg 


ggccgccaac 


ggcgcccagg 




aggatgtggc 


cttcaacctc 


atcatcctgt 


ccctcaccga 


ggggctcggc 


ctcggtgggc 




tgctggggaa 


tggggcagtc 


ctctggctgc 


tcagctccaa 


tgtctacaga 


aaccccttcg 




ccatctacct 


cctggacgtg 


gcctgcgcgg 


atctcatctt 


ccttggctgc 


cacatggtgg 




ccatcgtccc 


cgacttgctg 


caaggccggc 


tggacttccc 


gggcttcgtg 


cagaccagcc 




tggcaacgct 


gcgcttcttc 


tgctacatcg 


tgggcctgag 


tctcctggcg 


gccgtcagcg 




tggagcagtg 


cctggccgcc 


ctcttcccag 


cctggtactc 


gtgccgccgc 


ccacgccacc 




tgaccacctg 


tgtgtgcgcc 


ctcacctggg 


ccctctgcct 


gctgctgcac 


ctgctgctca 




gcggcgcctg 


cacccagttc 


ttcggggagc 


ccagccgcca 


cttgtgccgg 


acgctgtggc 




tggtggcagc 


ggtgctgctg 


gctctgctgt 


gttgcaccat 


gtgtggggcc 


agccttatgc 




tgctgctgcg 


ggtggagcga 


ggcccccagc 


ggcccccacc 


ccggggcttc 


cctgggctca 




tcctcctcac 


cgtcctcctc 


ttcctcttct 


gcggcctgcc 


cttcggcatc 


tactggctgt 




cccggaacct 


gctctggtac 


atcccccact 


acttctacca 


cttcagcttc 


ctcatggccg 




ccgtgcactg 


cgcggccaag 


cccgtcgtct 


acttctgcct 


gggcagtgcc 


cagggccgca 




ggctgcccct 


ccggctggtc 


ctccagcgag 


cgctgggaga 


cgaggctgag 


ctgggggccg 




tcagggagac 


ctcccgccgg 


ggcctggtgg 


acatagcagc 


ctgagccctg 


gggcccccga 


1440 


ccccagctgc 


agcccccgtg 


aggcaagagg 


gtgacgtggg 


gaaggtggtg 


gggtcagagg 


1500 


ctggggccag 


ccggacctgg 


aggaggcctt 


ggtgggtgac 


ccggtcatgt 


gctgtcaaag 


1560 


ttgtgaccct 


tggtctggag 


catgaggctc 


ccctgggagg 


cagctggaaa 


gg 


1612 



<210> 44 



24 



<212> PRT 

<213> Homo sapiens 



Met Met Glu Pro Arg Glu Ala Gly Gin His Val Gly Ala Ala Asn Gly 
1 5 10 15 

Ala Gin Glu Asp Val Ala Phe Asn Leu He He Leu Ser Leu Thr Glu 
20 25 30 

Gly Leu Gly Leu Gly Gly Leu Leu Gly Asn Gly Ala Val Leu Trp Leu 
35 40 45 

Leu Ser Ser Asn Val Tyr Arg Asn Pro Phe Ala He Tyr Leu Leu Asp 
50 55 60 

Val Ala Cys Ala Asp Leu He Phe Leu Gly Cys His Met Val Ala He 
65 70 75 80 

Val Pro Asp Leu Leu Gin Gly Arg Leu Asp Phe Pro Gly Phe Val Gin 
85 90 95 

Thr Ser Leu Ala Thr Leu Arg Phe Cys Tyr He Val Gly Leu Ser Leu 
100 105 HO 

Leu Ala Ala Val Ser Val Glu Gin Cys Leu Ala Ala Leu Phe Pro Ala 
115 120 125 

Trp Tyr Ser Cys Arg Arg Pro Arg His Leu Thr Thr Cys Val Cys Ala 
130 135 140 

Leu Thr Trp Ala Leu Cys Leu Leu Leu His Leu Leu Leu Ser Gly Ala 
145 150 155 160 

Cys Thr Gin Phe Phe Gly Glu Pro Ser Arg His Leu Cys Arg Thr Leu 
165 170 175 

Trp Leu Val Ala Ala Val Leu Leu Ala Leu Leu Cys Cys Thr Met Cys 
180 185 190 

Gly Ala Ser Leu Met Leu Leu Leu Arg Val Glu Arg Gly Pro Gin Arg 
195 200 205 

Pro Pro Pro Arg Gly Phe Pro Gly Leu He Leu Leu Thr Val Leu Leu 
210 215 220 

Phe Leu Phe Cys Gly Leu Pro Phe Gly He Tyr Trp Leu Ser Arg Asn 
225 230 235 240 

Leu Leu Trp Tyr He Pro His Tyr Phe Tyr His Phe Ser Phe Leu Met 
245 250 255 

Ala Ala Val His Cys Ala Ala Lys Pro Val Val Tyr Phe Cys Leu Gly 
260 265 270 

Ser Ala Gin Gly Arg Arg Leu Pro Leu Arg Leu Val Leu Gin Arg Ala 
275 280 285 

Leu Gly Asp Glu Ala Glu Leu Gly Ala Val Arg Glu Thr Ser Arg Arg 
290 295 300 



25 



Gly Leu Val Asp lie Ala Ala 
305 310 

<210> 45 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<400> 45 

atgatggagc ccagagaagc tggacagcac gtgggggccg ccaacagcgc ccaggaggat 
gtggccttca acctcatcat cctgtccctc accgaggggc tcggcctcgg tgggctgctg 120 
gggaatgggg cagtcctctg gctgctcagc tccaatgtct acagaaaccc cttcgccatc 
tacctcctgg acgtggcctg cgcggatctc atcttccttg gctgccacat ggtggccatc 
gtccccgact tgctgcaagg ccggctggac ttcccgggct tcgtgcagac cagcctggca 
acgctgcgct tcttctgcta catcgtgggc ctgagtctcc tggcggccgt cagcgtggag 
cagtgcctgg ccgccctctt cccagcctgg tactcgtgcc gccgcccacg ccacctgacc 
acctgtgtgt gcgccctcac ctgggccctc tgcctgctgc tgcacctgct gctcagcggc 
gcctgcaccc agttcttcgg ggagcccagc cgccacttgt gccggacgct gtggctggtg 
gcagcggtgc tgctggctct gctgtgttgc accatgtgtg gggccagcct tatgctgctg 
ctgcgggtgg agcgaggccc ccagcggccc ccaccccggg gcttccctgg gctcatcctc 
ctcaccgtcc tcctcttcct cttctgcggc ctgcccttcg gcatctactg gctgtcccgg 
aacctgctct ggtacatccc ccactacttc taccacttca gcttcctcat ggccgccgtg 
cactgcgcgg ccaagcccgt cgtctacttc tgcctgggca gtgcccaggg ccgcaggctg 
cccctccggc tggtcctcca gcgagcgctg ggagacgagg ctgagctggg ggccgtcagg 
gagacctccc gccggggcct ggtggacata gcagcctga 939 

<210> 46 

<211> 311 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Met Glu Pro Arg Glu Ala Gly Gin His Val Gly Ala Ala Asn Ser 
15 10 15 

Ala Gin Glu Asp Val Ala Phe Asn Leu lie lie Leu Ser Leu Thr Glu 
20 25 30 

Gly Leu Gly Leu Gly Gly Leu Leu Gly Asn Gly Ala Val Leu Trp Leu 
35 40 45 

Leu Ser Ser Asn Val Tyr Arg Asn Pro Phe Ala lie Tyr Leu Leu Asp 



60 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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Val Ala Cys Ala Asp Leu lie Phe Leu Gly Cys His Met Val Ala lie 
65 70 75 80 

Val Pro Asp Leu Leu Gin Gly Arg Leu Asp Phe Pro Gly Phe Val Gin 
85 90 95 

Thr Ser Leu Ala Thr Leu Arg Phe Cys Tyr He Val Gly Leu Ser Leu 
100 105 110 

Leu Ala Ala Val Ser Val Glu Gin Cys Leu Ala Ala Leu Phe Pro Ala 
115 120 125 

Trp Tyr Ser Cys Arg Arg Pro Arg His Leu Thr Thr Cys Val Cys Ala 
130 135 140 

Leu Thr Trp Ala Leu Cys Leu Leu Leu His Leu Leu Leu Ser Gly Ala 
145 150 155 160 

Cys Thr Gin Phe Phe Gly Glu Pro Ser Arg His Leu Cys Arg Thr Leu 
165 170 175 

Trp Leu Val Ala Ala Val Leu Leu Ala Leu Leu Cys Cys Thr Met Cys 
180 185 190 

Gly Ala Ser Leu Met Leu Leu Leu Arg Val Glu Arg Gly Pro Gin Arg 
195 200 205 

Pro Pro Pro Arg Gly Phe Pro Gly Leu He Leu Leu Thr Val Leu Leu 
210 215 220 

Phe Leu Phe Cys Gly Leu Pro Phe Gly He Tyr Trp Leu Ser Arg Asn 
225 230 235 240 

Leu Leu Trp Tyr He Pro His Tyr Phe Tyr His Phe Ser Phe Leu Met 
245 250 255 

Ala Ala Val His Cys Ala Ala Lys Pro Val Val Tyr Phe Cys Leu Gly 
260 265 270 

Ser Ala Gin Gly Arg Arg Leu Pro Leu Arg Leu Val Leu Gin Arg Ala 
275 280 285 

Leu Gly Asp Glu Ala Glu Leu Gly Ala Val Arg Glu Thr Ser Arg Arg 
290' 295 300 

Gly Leu Val Asp He Ala Ala 
305 310 

<210> 47 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 
<400> " 47 

ctgagcatgg atccaaccac cc 
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<210> .48 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 
<400> 48 

ctctacacca gactgcttct cgacatctc 



<210> 49 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 49 

agatggagac caccatgggg ttcat 



<210> 50 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 50 

gggttatttt agtctgatgc agtccacctc 



<210> 51 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 51 

gatcgaattc atgatggagc ccagagaagc tggac 



<210> 52 

<211> 34 

<212> . DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 



<400> 52 

gatcctcgag tcaggctgct atgtccacca ggcc 



<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 
<400> 53 

acagccccaa agccaaacac 



<210> 54 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 54 

ccgcaggagc aatgaaaatc ag 



<210> 55 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 

<400> 55 

ctgagcatgg atccaaccac cc 



<210> 56 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Novel Sequence 



<400> 56 

ctctacacca gactgcttct cgacatctc 



